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Clconl = predicted bovine leptin amino acid sequence 
Ob Hum = human leptin amino acid sequence 
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Clconl = predicted bovine leptin amino acid sequence 
Ob Mou = murine leptin amino acid sequence 
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FIGURE 5 A 



Query: 1 VP I QKVQDDTKTL I KT I VTR IND I SHTQS V 3 0 
Sbjct: 22 VP I QKVQDDTKTL I KT I VTR INDI SHTQSV 51 

Query = actual bovine leptin amino acid sequence 
Sbjct = human leptin amino acid sequence 
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Query: 1 VP I QKVQDDTKTL I KT I VTRI ND I SHTQS V 30 
Sbjct: 22 VPIQKVQDDTKTLIKTIVTRINDISHTQSV 51 



Query = actual bovine 
Sbjct = murine leptin 




leptin amino acid sequence 
amino acid sequence 



